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Detection of bacteria of the genus 
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Abstract
Salmonellosis is one of the most common 

food-borne zoonoses, and the most common 
source of infection for humans is meat and 
meat products. In 2023, 1125 samples of por-
tioned meat (chicken, pork, beef) were tested in 
butcher shops in five counties of northern Cro-
atia. The samples were tested for the presence 
of bacteria of the genus Salmonella, which were 
isolated in 88 (7.82%) samples. Salmonella was 
isolated from 69 of 604 (11.4%) chicken meat 
samples, from 10 of 319 (3.1%) pork samples 
and from 9 of 202 (4.5%) beef samples. Serolog-
ical typing of chicken meat samples identified 
S. Infantis in 60 (87%) isolates, S. Mbandaka 
in six (8.7%), and S. Enteritidis in three (4.3%) 
samples. In pork, S. Derby was identified in 
two (20%) isolates, S. Typhimurium, S. Typh-

imurium (monophasic), S. London and S. Ris-
sen in one isolate each (10%). In beef, S. Bovis-
morbificans was detected in five (55.6%) and S. 
Muenster in one (11.1%) isolate. Salmonellosis 
can be an economic problem due to the dam-
age it causes in intensive production, but also a 
significant public health challenge as it spreads 
through the environment via consumption and 
the handling of contaminated meat in slaugh-
terhouses, food processing and retail facilities. 
The implementation of appropriate hygiene 
measures and good hygiene practices from 
farms and slaughterhouses to butchers could 
help to reduce the contamination of meat with 
bacteria of the genus Salmonella.
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Introduction
Among food-borne zoonoses, salmo-

nellosis is one of the most frequently re-
ported zoonoses in the European Union. 
It is caused by bacteria of the genus Sal-
monella, which have been shown to occur 
in all species of mammals, birds, fish, 
reptiles, amphibians and invertebrates. 

Humans most commonly become infect-
ed through contaminated food, often due 
to poor hygiene practices, direct and in-
direct contact with pets such as dogs, cats 
and reptiles and their environment, and 
infected animals (Wibisono et al., 2020). 
The consumption of food and water con-
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taminated with Salmonella can lead to 
illness. The main sources of infection for 
humans are contaminated meat and meat 
products, eggs, raw milk and products 
made from raw milk, fish and seafood, 
chocolate and other sweets, and fruit and 
vegetables, especially leafy vegetables 
(Andino and Hanning, 2015; Fischerström 
et al., 2023). Contamination of meat can 
occur in slaughterhouses after slaughter 
during evisceration, through intestinal 
contents, in meat processing plants, and 
in butcheries through cross-contamina-
tion (Manfreda et al., 2014). The patho-
gen can survive for months under unfa-
vorable conditions, as it is able to form 
biofilms consisting of several bacterial 
species that protect it from unfavorable 
environmental influences (Chen et al., 
2024). Different Salmonella species are 
widely distributed in the environment 
and in the physiological microflora of nu-
merous organisms. Within two species, 
there are many subspecies and serovars. 
A total of 46 O and 114 H antigens have 
been identified, which are labeled with 
numbers and letters and whose combi-
nations give the antigenic formula of the 
different serovars (Brenner et al., 2000; 
Issenhuth-Jeanjean et al., 2014). They can 
be categorized into several groups based 
on their ability to infect and their path-
ogenicity to specific hosts. Those that 
cause infection in a wide range of hosts 
differ genetically through changes in vir-
ulence plasmids and chromosomal rear-
rangements, leading to various clinical 
manifestations (Connor and Schwartz, 
2005; Silva et al., 2014; Soliani et al., 2023). 
They are highly adaptable and increas-
ing antimicrobial resistance has been 
observed, causing enormous economic 
damage and representing one of the most 
common public health threats related to 
food production (Antunes et al., 2016). 
Figueiredo et al. (2015) described anti-

biotic resistance in Salmonella, with over 
70% of the samples analysed resistant to 
at least one antibiotic. Monophasic S. Ty-
phimurium and S. Infantis show excep-
tionally high resistance to several types 
of drugs. Virulence plasmids play a cru-
cial role as they contain genes associated 
with antibiotic resistance and virulence 
factors, such as spvB (ADP-ribosylating 
toxin) and spvC (which inhibits pyrop-
tosis and inflammation). It is important 
to note that serotypes with higher prev-
alence are more likely to develop resist-
ance to commonly prescribed antibiotics. 
Salmonella is a highly virulent pathogen 
and the presence of bacteria at 10 CFU/
ml poses a risk (Lamichhane et al., 2024). 
Salmonella strains, which cause disease 
in a wide range of hosts, are genetically 
more diverse and lead to different clinical 
manifestations (Silva et al., 2014). In 2022, 
65,208 cases of human salmonellosis were 
confirmed in the European Union Mem-
ber States, corresponds to a reporting rate 
of 15.3% per 100,000 inhabitants. The five 
most frequently reported serovars caus-
ing salmonellosis in humans are S. Ente-
ritidis (67.3%), S. Typhimurium (13.1%), 
monophasic S. Typhimurium (4.3%), S. 
Infantis (2.3%) and S. Derby (0.89%). In 
Croatia, 1,047 (21.7%) cases of human 
salmonellosis were confirmed in 2022 
(EFSA, 2023).

To prevent the zoonotic transmission 
of Salmonella, national salmonella control 
programmes are implemented in Europe-
an countries. In Croatia, there are annual 
monitoring programs for salmonella in 
poultry flocks (laying hens, chicks and 
turkeys), and carcasses of pigs, cattle and 
sheep are tested in slaughterhouses, as 
are neck skins of chicken carcasses, meat 
products, meat preparations and minced 
meat. In addition, food producers have 
defined criteria for salmonella in their 
HACCP plans.
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Despite all these efforts, this disease 
persists. The aim of this study was to de-
termine the prevalence of contamination 
of portioned meat and small pieces of 
meat with Salmonella bacteria and the fre-
quency of certain serovars in five coun-
ties in northern Croatia.

Methods
In 2023, 1125 samples of chicken, pork 

and beef categorised as portioned meat 
and small pieces of meat were collected 
in butcheries in Međimurje, Varaždin, 
Koprivnica-Križevci, Bjelovar-Bilogora 
and Zagreb Counties, and tested in the 
laboratory for the presence of Salmonella 
bacteria. The meat was sampled at the 
butcher’s shops before the expiry date, 
and samples were transported in porta-
ble coolers under controlled conditions to 
maintain the cold chain to the Laborato-
ry of Food and Feed Microbiology of the 
Veterinary Institute in Križevci, where 
testing began immediately.

Isolation of Salmonella Bacteria
For the isolation of Salmonella bacte-

ria, the method according to the stand-
ard HRN EN ISO 6579-1:2017; HRN EN 
ISO 6579-1:2017/A1:2020 was used. The 

test sample consisted of 25 g meat dilut-
ed with 225 mL buffered peptone water 
(Biokar, France). MkTTn (Biokar, France) 
and RVS (Oxoid, UK) broths were used 
for selective enrichment and two selective 
media were used for Salmonella growth: 
XLD (Biokar, France) and RAMBACH 
agar (Merck, Germany). After incubation 
for 24 hours at 37°C, Salmonella colonies 
on XLD agar show a black center and a 
slightly transparent reddish zone due to 
the color change of the indicator, while 
they appear red on Rambach agar. Col-
onies grown on XLD and Rambach agar 
were subcultured on neutral nutrient 
agar (Merck, Germany).

Identification of Bacteria
Confirmatory tests for the 

identification of Salmonella included 
TSI agar (Merck, Germany), Gram 
staining, oxidase test (Merck, Germany) 
and biochemical identification using 
the automated Vitek2 Compact system 
(bioMerieux, France) with the Vitek2 ID 
GN identification card. A pure culture 
grown on neutral agar was transferred 
with a sterile swab into a sterile solution 
(0.45-0.50% NaCl, pH 4.5-7.0) to obtain 
a bacterial suspension with an optical 
density of 0.50 to 0.63 according to 

Table 1. Overview of biochemical tests in the VITEK2 system in the case of confirmed 
presence of Salmonella spp.

Biochemical Details

2 APPA – 3 ADO – 4 PyrA – 5 1ARL – 7 dCEL – 9 BGAL –

10 H2S + 11 BNAG – 12 AGLTp – 13 dGLU + 14 GGT – 15 OFF +

17 BGLU – 18 dMAL + 19 dMAN + 20 dMNE + 21 BXYL – 22 BAlap –

23 ProA – 26 LIP – 27 PLE – 29 TyrA – 31 URE – 32 dSOR +

33 SAC – 34 dTAG – 35 dTRE + 36 C1T + 37 MNT – 39 5KG –

40 lLATk + 41 AGLU – 42 SUCT + 43 NAGA – 44 AGAL + 45 PHOS +

46 GlyA – 47 ODC + 48 LDC + 53 IHISa – 56 CMT + 57 BGUR –

58 O129R + 59 GGAA – 61 lMLTa – 62 ELLM – 64 lLATa –
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McFarland. Colorimetric cards for the 
identification of Gram-negative bacteria 
(bioMerieux, France) containing the 
tests shown in Table 1 were used for the 
identification of Salmonella.

The results of the biochemical tests 
with the VITEK2 system were reported 
at the end of the measurements with the 
percentage of certainty of identification. 
Polyvalent and monovalent sera (SSI Di-
agnostica, Denmark) were used for sero-
logical confirmation and identification. 
The presence of Salmonella O-, H- and Vi- 
antigens was detected by agglutination of 
pure colonies using the rapid agglutina-
tion technique on a slide with the corre-
sponding serums after elimination of au-
to-agglutinating strains. The nomencla-
ture of serovars and the serological typ-
ing scheme were performed according to 
the White-Kauffmann-Le Minor scheme 
(Grimont and Weill, 2007). We used the 
software program Stata 13.1 (Stata Corp., 
USA) to analyse the numerical data col-
lected in the study. The association be-
tween the frequency of Salmonella isola-
tion and the type of meat was assessed 

using the chi-square test. The results of 
the statistical analysis were expressed as 
a probability (P-value), and values less 
than 0.05 were considered statistically 
significant.

Results
During the study period, 1125 meat 

samples were processed: 604 chicken, 319 
pork and 202 beef samples. Salmonella 
bacteria were isolated from 88 (7.8%) of 
the total processed samples (Table 2). The 
highest number was isolated from chick-
en meat, with 69 (11.4%) samples, fol-
lowed by 10 (3.1%) samples of pork and 
nine (4.5%) samples of beef. Serological 
typing identified S. Infantis in 60 (87%), 
S. Mbandaka in six (8.7%) and S. Ente-
ritidis in three (4.3%) isolated samples 
of chicken meat. In pork, S. Derby was 
identified in two (20%) isolates, while S. 
Typhimurium, monophasic variant (1,4 
[5],12:i:-), S. London and S. Rissen were 
identified in one (10%) isolate each. In 
beef, S. Bovismorbificans was identified 
in five (55.6%) isolates and S. Muenster 

Table 2. Number of Processed Samples and Samples with Salmonella

Type of meat
Number of 
Processed 
Samples

Number of 
Positive 
Samples

(%) Identified Salmonella Serovars Number (%)

Portioned 
Chicken 604 69 11.4

S. Infantis 
S. Mbandaka 
S. Enteritidis 

60
6
3

87
8.7
4.3

Portioned 
Pork 319 10 3.1

S. Derby 
S. London 
S. Typhimurium 
S. Typhimurium (monophasic) 
S. Rissen 
S. spp 

2
1
1
1
1
4

20
10
10
10
10
40

Portioned 
Beef 202 9 4.5

S. Bovismorbificians 
S. Muenster 
S. spp 

5
1
3

55.6
11.1
33.3

Total 1125 88 7.8
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(11.1%) in one isolate. Four isolates from 
pork and three isolates from beef were 
biochemically confirmed to the genus 
level but not serologically typed to the 
species level. The correlation between 
the frequency of Salmonella isolation and 
the type of meat was determined using 
the chi-square test. The frequency of iso-
lation of Salmonella bacteria was highest 
in portioned chicken meat (11.42%) and 
lowest in portioned pork (3.13%). The 
observed differences in the frequency of 
Salmonella isolation from portioned meat 
and small pieces of meat from different 
animal species were statistically signifi-
cant (P<0.001).

Discussion
In this study, 1125 meat samples were 

processed, and Salmonella bacteria were 
isolated from 88 (7.82%) of samples. In 
chicken meat samples, Salmonella was 
found in 11.4% of the samples, with the 
serovar S. Infantis confirmed in 87% of 
isolated strains, followed by S. Mbanda-
ka in 8.7% and S. Enteritidis in 4.3% of the 
isolates. The results of this study indicate 
an increase in the prevalence of Salmonel-
la in chicken meat compared to previous 
periods. Listeš et al. (2013) detected Sal-
monella spp. in 8.3% of poultry meat sam-
ples in Dalmatia from 2007 to 2009, 4.5% 
in meat preparations, 3.4% in slaughter 
meat, 2.2% in processed meat and 0.1% in 
portioned meat and meat preparations. 
The most frequently occurring serovars 
were S. Typhimurium, S. Enteritidis, S. 
Montevideo, S. Tennessee and others, 
with 19 different serovars typed. Jaki 
Tkalec et al. (2021) concluded that the 
prevalence of Salmonella in chicken meat 
from farms in northern Croatia was 5.5% 
from 2016 to 2020. In 2016, it was found in 
6% of the samples tested, in 2017 in 4.7%, 
in 2018 in 6.1%, in 2019 in 6.6% and in 

2020 in 5.4% of the samples. In serological 
typing, S. Infantis was identified in 63.2% 
of the isolated strains, making it the most 
frequently confirmed serovar in all years. 
S. Typhimurium was isolated in 5.9% of 
the strains, S. Enteritidis in 2.2% and S. 
Mbandaka in 0.7% of isolated strains, to-
gether with 12 other serovars. Hengl et al. 
(2016) found that the prevalence in Croa-
tia was higher at 10.5%, based on a study 
of 474 chicken meat samples and prod-
ucts collected during official hygiene 
inspections. The most common serovar 
was S. Infantis, with other serovars such 
as S. Thompson, S. Enteritidis, S. Typhi-
murium and S. Agona identified. In East-
ern Croatia, the presence of S. Infantis 
was detected in 14.8% of 837 samples of 
portioned chicken meat (Perković et al., 
2021), which represents a slightly higher 
prevalence compared to our results. Pate 
et al. (2019) showed a prevalence of 28.4% 
for Salmonella in fresh broiler meat and 
26.7% in meat preparations from broilers 
in Slovenia, with S. Infantis detected in 
4.5% of samples. According to the EFSA 
Annual Report 2022, fresh chicken meat 
and chicken products continue to be the 
category in which Salmonella is most fre-
quently detected, and S. Infantis is the 
most prevalent serovar. It is believed 
that the vaccination of poultry with the 
serovars S. Typhimurium and S. Enter-
itidis has led to an increase in S. Infantis, 
which has occupied an ecological niche 
and now dominates poultry farms in the 
EU (Andino and Hanning, 2015). Despite 
the implementation of all hygiene meas-
ures during the plant closure period, 
this pathogen remains present on certain 
farms (Pate et al., 2019).

Pork is one of the most commonly 
consumed meats in the European Union, 
and Salmonella is one of the major biohaz-
ards in pork, especially the serovar Typh-
imurium, including its monophasic var-
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iant worldwide. Salmonella is commonly 
found in the tonsils, intestines, mesenter-
ic lymph nodes and parotid glands and 
spreads to the carcasses of pigs during 
slaughter processing, as well as to the 
entire production line, equipment, knives 
and workers (Salines et al., 2023). Dur-
ing the study, Salmonella was detected 
in 3.1% of pork samples, and serotyping 
identified S. Derby in 20% of isolates, S. 
Typhimurium, S. Typhimurium (mono-
phasic), S. London and S. Rissen in 10% 
of isolated strains. The results of a study 
carried out in seven abattoirs in south-
ern Germany on various pork samples 
(e.g., carcasses, livers, kidneys, tongues, 
hearts, lungs) showed a Salmonella prev-
alence of 1.1% (Meyer et al., 2010). The 
highest percentage of samples testing 
positive for Salmonella by isolation was 
found in pork tongues (5.0%), suggesting 
that tongues can be a source of cross-con-
tamination of meat when consumed un-
dercooked. In the same study, Salmonella 
was isolated from 17 of 1569 pig carcasses 
(1.1%). A high prevalence was reported in 
Belgium (37%), where it was concluded 
that the high contamination of carcasses 
after slaughter was due to the delivery 
of pigs positive for Salmonella, accidental 
spillage of caecal contents, mainly feces, 
during evisceration and cross-contam-
ination from the slaughterhouse envi-
ronment (Botteldoorn, 2003). Deane et 
al. (2022) isolated Salmonella from swab 
samples of pig carcasses in 11.5% of 
samples and in lymph nodes in 31.7%. 
S. Typhimurium, including the mono-
phasic variant, was the most frequently 
isolated serovar, found in 56% of isolates 
from swabs of carcasses and in 73% from 
lymph nodes. S. London and S. Derby 
were the next most frequently isolated 
serotypes. Contamination of carcasses 
with Salmonella is an important param-
eter to measure the effectiveness of hy-

giene criteria in slaughterhouses. These 
results confirm the persistently high lev-
els of Salmonella in fattening pigs, and the 
high prevalence of Salmonella in lymph 
nodes indicates that Salmonella remains a 
significant problem in slaughter and hy-
giene compliance in slaughterhouses. In 
2011, EFSA conducted a study in the EU 
Member States, Iceland and Norway, in 
which a total of 52,868 units of fresh pork 
were tested, with 0.7% testing positive for 
Salmonella (EFSA, 2013). A study on the 
prevalence and diversity of S. Enterica 
serovars in animal-derived foods (beef, 
pork, poultry and seafood) on five conti-
nents (Africa, North and Latin America, 
Asia, Europe and Oceania) shows that 
the serovar Typhimurium is ubiquitous 
on all continents, with Africa and Europe 
leading the way (Ferrari et al., 2019).

In our analysis of beef samples, Sal-
monella was found in 4.5% of the samples 
tested. Among the serovars isolated, S. 
Bovismorbificans was confirmed in 55.6% 
and S. Muenster in 11.1% of isolates. In 
the USA, most Salmonella outbreaks were 
caused by ground beef prepared at home, 
and studies show that one-third of Amer-
icans do not use safe food handling prac-
tices to avoid cross-contamination in the 
kitchen (Laufer et al., 2015). Bosilevac et 
al. (2008) found a prevalence of 4.2% in 
ground beef from seven regions of the 
USA, which is very similar to our results. 
The most frequently isolated serotypes 
were S. Anatum, S. Mbandaka, S. Monte-
video and S. Muenster, which accounted 
for 50% of the isolates. Meyer et al. (2010) 
found Salmonella in only one sample 
(0.1%) in a study of 1366 samples of beef 
(swabs, carcasses, liver, kidney, tongue, 
heart, lung). The most common serovars 
in cattle are S. Typhimurium and S. Dub-
lin, in pigs they are S. Typhimurium 
(monophasic), S. Derby and S. Typhi-
murium. In broilers, the most common 
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serovars are S. Infantis, S. Enteritidis and 
S. Mbandaka. In the EU, S. Enteritidis, S. 
Typhimurium and monophasic S. Typh-
imurium are the most common causes of 
salmonellosis in humans. In fresh meat, 
the highest number of positive samples 
was found in broiler meat, which is un-
derstandable considering that national 
Salmonella control programmes are im-
plemented in the EU for the poultry pop-
ulation to reduce Salmonella, while there 
is no coordinated approach between EU 
Member States for other animal species. 
Comparing the number of reported cases 
of salmonellosis caused by the consump-
tion of food contaminated with salmonel-
la in 2022, a slight increase was observed 
in Croatia and the EU compared to 2021 
and 2020. The proportion of monophasic 
S. Typhimurium has slightly increased, 
while the proportion of S. Enteritidis has 
decreased compared to previous years, 
when this strain was in second place in 
Europe and third place in the USA. This 
could be due to the continuation of every-
day activities (social events, visits to the 
doctor, travel) after the restrictions due 
to the COVID-19 pandemic (EFSA, 2023).

Conclusions
This research, which revealed the 

presence of Salmonella bacteria at a level 
of 11.4% in chicken meat, 3.1% in pork 
and 4.5% in beef from butcher shops in 
northwest Croatia, indicates an increase 
in the incidence of Salmonella. Salmonel-
la spp. has always been a global public 
health concern as it can be transmitted 
to humans through consumption and 
spread in the environment when han-
dling contaminated meat in slaughter-
houses, processing plants and house-
holds. The emergence of antibiotic resist-
ance in Salmonella poses a major challenge 
in the treatment of Salmonella infections, 

as it often leads to treatment failures and 
associated costs. Salmonellosis is also a 
significant economic problem as it dam-
ages livestock production. It is important 
to identify the factors that contribute to 
the spread of this pathogen in meat pro-
duction in order to reduce the risk of sal-
monellosis cases in humans. Therefore, 
monitoring for pathogens in fresh meat 
and products at the end of the produc-
tion chain is crucial. The implementation 
of appropriate hygiene measures and 
good hygiene practices from farms and 
slaughterhouses to butchers could help 
to reduce Salmonella contamination.

References
1. ANDINO, A. and I. HANNING (2015): Salmonella 

enterica: Survival, Colonization, and Virulence 
Differences among Serovars. The Scientific World 
Journal, ID 520179. 10.1155/2015/520179. 

2. ANTUNES, P., J. MOURAO, J. CAMPOS and L. 
PEIXE (2016): Salmonellosis: the role of poultry 
meat. Clin. Microbiol. Infect. 22, 110-121. 10.1016/j.
cmi.2015.

3. BOSILEVAC, J. M., M. N. GUERINI, N. 
KALCHAYANAND and M. KOOHMARAIE (2008): 
Prevalence and Characterization of Salmonellae 
in Commercial Ground Beef in the United States. 
Appl. Environ. Microbiol. 75, 1892-1900. 10.1128/
AEM.02530-08. 

4. BOTTELDOORN, N., M. HEYNDRICKX, N. 
RIJPENS, K. GRIJSPEERDT and L. HERMAN 
(2003): Salmonella on pig carcasses: positive pigs 
and cross contamination in the slaughterhouse. 
J. Appl. Microbiol. 95, 891-903. 10.1046/j.1365-
2672.2003.02042.

5. BRENNER, F. W., R. G. VILLAR, F. J. ANGULO, 
R. TAUXE and B. SWAMINATHAN (2000): 
Salmonella Nomenclature. J. Clin. Microbiol. 38, 
2465-2467.  10.1128/JCM.38.7.2465-2467.2000.

6. CHEN, Q., V. PALANISAMY, R. WANG, J. M. 
BOSILEVAC and S. CHITLAPILLY DASS (2024): 
Salmonella – induced microbiome profile in 
response to sanitation by quaternary ammonium 
chloride. Microbiol. Spectr. 12 (2). 10.1128/
spectrum. 02346-23. 

7. CONNOR, B. A. and E. SCHWARTZ (2005): 
Typhoid and paratyphoid fever in travelers. The 
Lancet Inf Dis. 5, 623-628.

8. DEANE, A., D. MURPHY, F. C. LEONARD, W. 
BYRNE, T. CLEGG, G. MADIGAN, M. GRIFFIN, 
J. EGAN and D. M. PRENDERGAST (2022): 
Prevalence of Salmonella spp. in slaughter pigs and 



V. JAKI TKALEC, S. FURMEG, M. HARČA, A. HUMSKI, M. BENIĆ, L. CVETNIĆ and P. STRIČEVIĆ

VETERINARSKA STANICA 56 (3), 281-289, 2025.288288

carcasses in Irish abattoirs and their antimicrobial 
resistance. Irish Vet. J. 75:4. 10.1186/s13620-022-
00211-y. 

9. EFSA (2023): The European Union One Health 
Zoonoses Report 2022. Salmonella in the EU, 2022. 
EFSA Journal 2022; 20 (12):7666. 

10. EFSA (2013): The European Union Summary Report 
on Trends and Sources of Zoonoses, Zoonotic 
Agents and Food-borne Outbreaks in 2011. EFSA 
Journal 2013;11(4):3129.  

11. FERRARI, R. G., D. K. A. ROSARIO, A. CUNHA – 
NETO, S. B. MANO, E. E. S. FIGUEIREDO and C. A. 
CONTE – JUNIOR (2019): Worlwide Epidemiology 
of Salmonella Serovars in Animal-Based Foods: 
Meta – analysis. Appl. Environ.  Microbiol. 85: 
e00591-19. 10.1128/AEM.00591-19. 

12. FIGUEIREDO, R., R. CARD, C. NUNES, M. 
ABUOUN, M. C. BAGNALL, J. NUNEZ, N. 
MENDONCA, M. F. ANJUM and G. JORGE 
DA SILVA (2015): Virulence Characterization of 
Salmonella enterica by a New Microarray: Detection 
and Evaluation of the Cytolethal Distending Toxin 
Gene Activity in the Unusual Host S. Typhimurium. 
PloS ONE 10 (8). 10.1371/journal.pone.0135010.

13. FISCHERSTRÖM, K., R. DRYSELIUS, M. 
LINDBLAD, et al. (2023): Outbrake of Salmonella 
Typhimurium linked to Swedish pre-washed rocket 
salad, Sweden, September to November 2022. Euro 
Surveill, 2024; 29(10): pii=2300299. 10.2807/1560-
7917.ES.2024.29.10.2300299.

14. GRIMONT, P. A. D. and F. X. WEILL (2007): 
Antigenic Formulae of the Salmonella serovars. 
Institut Pasteur, 28 rue du Dr. Roux, 75724 Paris 
Cedex 15, France. 

15. HENGL, B., B. A. GROSS – BOŠKOVIĆ, K. 
VULJANIĆ, A. M. CRNIĆ, R. VAZDAR and J. 
PETRIĆ (2016): Salmonella Infantis in chicken meat 
available on the market in Croatia. Meso 18, 342-
347. 

16. HRN EN ISO 6579-1:2017 - Microbiology in the 
food chain - Horizontal method for the detection, 
enumeration, and serotyping of Salmonella – Part 1: 
Detection of Salmonella spp. Croatian Institute for 
Standards.

17. HRN EN ISO 6579-1:2017/A1:2020 - Microbiology 
in the food chain - Horizontal method for the 
detection, enumeration, and serotyping of 
Salmonella – Part 1: Detection of Salmonella 
spp. - Amendment 1: Extension of the incubation 
temperature range, modification of the significance 
of supplement D, and correction of the composition 
of MSRV and SC. Croatian Institute for Standards.

18. ISSENHUTH-JEANJEAN, S., P. ROGGENTIN, 
M. MIKOLEIT, M. GUIBOURDENCHE, E. de 
PINNA, S. NAIR, P. I. FIELDS and F. X. WEILL 
(2014): Supplement 2008-2010 (no. 48) to the White-
Kauffmann-Le Minor scheme. Res. Microbiol. 165, 
526-530. 10.1016/j.resmic.2014.07.004.

19. JAKI TKALEC, V., S. FURMEG, M. BUKVIĆ, M. 
CVETNIĆ, J. SOKOLOVIĆ, P. MUSTAPIĆ, K. 
SOKOLIĆ, M. MIKULIĆ and Ž. CVETNIĆ (2021): 

The prevalence of Salmonella spp. serovars in 
chicken meat from the northwestern region of 
Croatia. Vet stn. 52, 387-396. 10.46419/vs.52.4.11.

20. LAMICHHANE, B., A. S. S. MAWAD, M. SALEH, 
et al. (2024): Salmonellosis: An Overview of  
Epidemiology, Pathogenesis, and Innovative 
Approaches to Mitigate the Antimicrobial 
Resistant Infections. Antibiotics 13, 76. 10.3390/
antibiotics13010076.

21. LAUFER, A. S., J. GRASS, K. HOLT, J. M. 
WHICHARD, P. M. GRIFFIN and L. H. GOULD 
(2015): Outbreaks of Salmonella infections attributed 
to beef – United States, 1973-2011. Epidemiol. Infect. 
143, 2003-2013. 10.1017/S0950268814003112. 

22. LISTEŠ, I., I. ŠKOKO, T. DUJIĆ and A. KATIĆ 
(2013): The prevalence of Salmonella serovars 
in food samples for humans and animals in the 
Dalmatia region during the period from 2007 to 
2009. (Zagreb, 2013.). The 5th International Congress 
“Veterinary Science and Profession”, Book of 
abstracts VZS. Pp. 87-87.

23. MANFREDA, G., A. VALERO, D. RODRIGUEZ – 
LAZARO, M. HERNANDEZ, F. PASQUALI and 
A. DE CESARE (2014): Performance objectives 
for Salmonella in fresh pork meat intended to be 
eaten cooked: How to derive them and verify their 
achievement. Int J. Food Microbiol. 184, 55-59. 
10.1016/j.ijfoodmicro.2014.05.014. 

24. MEYER, C., S. THIEL, U. ULLRICH and A. STOLLE 
(2010): Salmonella in Raw Meat and By-Products 
from Pork and Beef. J. Food Prot., 73, 1780-1784. 
10.4315/0362-028x-73.10.1780.

25. PATE, M., J. MIČUNOVIČ, M. GOLOB, L. Č. 
VESTBY and M. OCEPEK (2019): Salmonella 
Infantis in broiler flock in Slovenia: The prevalence 
of multidrug resistant strains with high genetic 
homogeneity and low biofilm-forming ability. 
Biomed. Res. Int. ID 4981463. 10.1155/2019/4981463.  

26. PERKOVIĆ, I., M. KRAJINA, M. VUKIČEVIĆ, 
M. ŠKRIVANKO and H. KRAJINA (2021): The 
occurrence of Salmonella spp. bacteria in chicken 
meat from the eastern region of Croatia. (Osijek, 
2021). Book of Abstracts of the 13th International 
Scientific and Professional Conference WITH 
FOOD TO HEALTH. Pp. 107-107. 

27. SALINES, M., T. LAZOU, J. GOMEZ-LUENGO, J. 
HOLTHE, I. NASTASIJEVIC, M. BOUWKNEGT, 
N. DADIOS, K. HOUF, B. BLAGOJEVIC and D. 
ANTIC (2023): Risk categorisation of abattoirs in 
Europe: Current state of play. Food control 152.  
10.1016/j.foodcont.2023.109863. 

28. SILVA, C., E. CALVA and S. MALOY (2014): One 
Health and Food-Borne Disease: Salmonella 
Transmission between Humans, Animals, and 
Plants. Microbiol Spectr. 2(1): OH-0020-2013. 
10.1128/microbiolspec.

29. SOLIANI, L., G. RUGNA, A. PROSPERI, C. 
CHIAPPONI and A. LUPPI (2023): Salmonella 
Infection in Pigs: Disease, Prevalence, and a Link 
between Swine and Human Health. Pathogens. 12, 
1267. 10.3390/pathogens12101267. 



Detection of bacteria of the genus Salmonella in meat from northwest Croatia
Nalaz bakterija iz roda Salmonella u mesu s područja sjeverozapadne Hrvatske

VETERINARSKA STANICA 56 (3), 281-289, 2025. 289289

30. WIBISONO, F. M., F. J. WIBISONO, M. H. EFFENDI, 
H. PLUMERIASTUTI, A. R. HIDAYATULLAH, E. 
B. HARTADI and E. D. SOFIANA (2020): A Review 

of Salmonellosis on Poultry Farms: Public Health 
Importance. Sys. Rev. Pharm: 11, 481-486. 10.31838/
srp.2020.9.69.

Salmoneloza je jedna od najučestalijih zo-
onoza koja se prenosi hranom, a najčešći izvor 
zaraze za ljude je meso i proizvodi od mesa. Ti-
jekom 2023. godine uzorkovano je 1125 uzoraka 
porcioniranog mesa (pileće, svinjsko, juneće) u 
mesnicama na području pet županija sjeverne Hr-
vatske. Uzorci su pretraženi na prisustvo bakterija 
iz roda Salmonella koje su izdvojene u 88 (7,82 %) 
uzoraka. Od 604 uzoraka pilećeg mesa salmonele 
su izdvojene u 69 (11,4 %) uzoraka, od 319 uzoraka 
svinjskog mesa u 10 (3,1 %) uzoraka i od 202 uzor-
ka junećeg mesa u 9 (4,5 %) uzoraka. Serološkom 
tipizacijom S. Infantis je identificirana u 60 (87 %) 
izolata iz uzoraka pilećeg mesa, S. Mbandaka u 6 
(8,7 %), a S. Enteritidis u 3 (4,3 %). Iz svinjskog 
mesa S. Derby identificirana je u 2 (20%) izolata, 
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S. Typhimurim, S. Typhimurium (monofazna), S. 
London i S. Rissen u po jednom (10 %) izdvojenom 
izolatu. Iz junećeg mesa identificirane su S. Bovis-
morbificans u 5 (55,6 %) i S. Muenster u jednom 
(11,1 %) izolatu. Salmoneloza može predstavljati 
gospodarski problem zbog šteta koje nanosi u in-
tenzivnoj proizvodnji, ali i znatan javnozdravst-
veni izazov jer se konzumacijom i manipulacijom 
kontaminiranog mesa širi na okoliš u klaonicama, 
objektima prerade i prodaje hrane. Provedbom 
odgovarajućih higijenskih mjera i dobre higijenske 
prakse od farmi i klaonica do mesnica moglo bi se 
doprinijeti manjoj kontaminaciji mesa bakterijama 
iz roda Salmonella. 

Ključne riječi: salmoneloza, meso, sigurnost 
hrane, Salmonella, serovar


